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Sccani_XP_038676506.1_achaete-scute_homolog_5-like_[Scyliorhinus_canicula]

Hosapi_NP_065697.1_achaete-scute_homolog_3_[Homo_sapiens]

Phmamm.CG.MTP2014.S184.g04926.01.p

Hosapi_NP_001257530.1_achaete-scute_homolog_5_[Homo_sapiens]

Brbelc_XP_019620848.1_PREDICTED_achaete-scute_homolog_5-like_[Branchiostoma_belcheri]

Brlanc.Asclb_BLAG18000227

Pemari_XP_032815641.1_heart-_and_neural_crest_derivatives-expressed_protein_2-like_[Petromyzon_marinus]

Ciinte_NP_001071656.1_transcription_factor_protein_[Ciona_intestinalis]

Dareri_XP_021330823.1_achaete-scute_homolog_5-like_[Danio_rerio]

Xetrop_XP_004913964.2_achaete-scute_homolog_3_[Xenopus_tropicalis]

Sccani_XP_038636223.1_achaete-scute_homolog_5-like_[Scyliorhinus_canicula]

Xetrop_XP_031757255.1_achaete-scute_homolog_3_[Xenopus_tropicalis]

Hosapi_NP_982260.3_achaete-scute_homolog_4_[Homo_sapiens]

Stpurp_XP_003726868.1_achaete-scute_homolog_5_[Strongylocentrotus_purpuratus]

Harore.CG.MTP2014.S185.g03964.01.p
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